Abstract -The objective of this study was to determine the effect of two probiotics, Saccharomyces cerevisiae (SC) and Aspergillus oryzae (AO), without their culture medium, on the digestion of plant cell wall components in sheep that had been successively defaunated and refaunated. Six sheep fitted with large rumen cannulae were used to study 1) 
presence of probiotics. AO increased (P < 0.05) the total retention time of the solid particles in the whole digestive tract and increased the ruminal liquid volume in the refaunated animals but it had no effect on the protozoa population or on the polysaccharidase activity of the SAB, which could explain the absence of effect of AO on the total digestibility of plant cell walls. Both probiotics decreased the liquid turnover in defaunated rumens (P < 0.05) but neither had any effect (P > 0.05) on this parameter after refaunation. The [45] . Early studies [1, 42] [22] ).
The modifications reported in the literature on the in situ degradation of forage cell walls induced by probiotics range widely and are generally non-significant [13, 15, 16, 25, 33, 43, 44] . For example, Wallace et al. [46] indicated that the rate of degradation was stimulated by SC while the maximum level of degradation was not influenced. In agreement with our results, Roa et al. [35] and Miranda et al. [29] observed that the degradation rate of alfalfa hay cell walls was not influenced by SC during short incubations of bags in the rumen, whereas the amount of degraded cell walls can increase (P < 0.05) after 24 h incubation. These discrepancies are probably due to a strain effect of the yeasts as shown by Jouany et al. [23] and Newbold et al. [30] [26, 28] . Our results confirm that such a stabilizing effect of DFMs is probably involved in the improvement of the in situ ADF degradation beyond the 12-h residence time in normally faunated rumen [26] . We can also suppose that the presence of large amounts of barley (45 % of dietary DM in our experiment), as a cereal rich in rapidly degradable starch, depressed the ruminal fibre degradation [38] . [3, 34] and AO [12] . This effect did not fully take place in the nylon bags where the concentration of protozoa was less strongly influenced by the two probiotics than in the rumen, which can explain why no effect of probiotics (P > 0.05 for the global effect of probiotics) appeared in our study on in situ degradation of cell walls (table III) . Of course, the stimulation noted on protozoa at the rumen level induces changes in the bacterial population [22] . It [39] and Faichney and Boston [11] . The increase was not significant (P > 0.05) when the model of Dhanoa et al. [9] was used. These models gave no information on the retention of digesta in the caecum and colon which could support any shift of cell wall digestion from the rumen to the large intestine.
From comparisons between defaunated animals without probiotics and refaunated animals without probiotics, we observed that the presence of protozoa significantly (P < 0.001) lengthened the mean retention time in the whole digestive tract by 5 to 10 h, whereas no significant effect of protozoa was noted on the retention time of particles in 'compartment 1', which is often identified as the rumen. However, as indicated above, it is impossible to assert from these too imprecise models that digesta are retained longer in the intestinal portion of the digestive tract. Literature data on the effect of protozoa on the transit time of solid particles are conflicting (see [7] ). De Smet et al. [8] suggest that [17] and Jouany et al. [24] confirm the wide range of individual animal response to the addition of protozoa in their previously defaunated rumens on the transit time of rumen digesta.
The volume and the ruminal pool of total digesta measured 5 h after feeding in the defaunated animals were significantly ( 
